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Bait ID: FH353

Bait FBgn ID(s): Taf5S FBgn0010356
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Analysis and interaction inference

Peptides T i ] —

Wi

Annotated - BAIT @

proteins CG12345-PA CG12222-PA  CG12444-PA
and/or

CG12444-PB ?

Inferred Interactions
CG12345-PA interacts (direct/indirect) with a CG12222 protein

CG12345-PA interacts (direct/indirect) with a CG12444 protein



type = physical association
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‘anti tag coimmunoprecipitation’
‘peptide massfingerprinting’




General Information

Symbol Taf5 Species D. melanogaster
Name TBP-associated factor 5 Annotation symbol CG7704

Feature type protein_coding_gene FlyBase ID FBgn0010356
Gene Model Status Current Stock availability 6 publicly available
Also Known As dTAF,,80, Taf80, TAF,80, TFIID, dmTAF5, TAFII80, p85, TAF''80, TAF80/85

Genomic Location
Chromosome (arm)
Cytogenetic map
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Recombination map
Sequence location
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Summary Information

Recent Updates

Detalled Mapping Data

Gene Model & Products

Expression Data

Alleles & Phenotypes

Gene Ontology: Function, Process & Cellular Component ( 8 unique terms )
Sequence Ontology: Class of Gene

Interactions & Pathways
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Protein-protein
Interacting group
Taf5 - CG1532
Taf5 - CG4291
Taf5 - CG7049

Assay

anti tag coimmunoprecipitation, peptide massfingerprinting
anti tag coimmunoprecipitation, peptide massfingerprinting
anti tag coimmunoprecipitation, peptide massfingerprinting

References

(Mintseris et al., 2009.11.23)
(Mintseris et al., 2009.11.23)
(Mintseris et al., 2009.11.23)

Orthologs

Stocks & Reagents
Other Information
External Crossreferences & Linkouts
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2 Reported Interactions
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Reference (Mintseris etal., 2009.11.23)

Description physical association

Assay anti tag coimmunoprecipitation, peptide massfingerprinting

Collection DPiM-1

Source/Stage

Cell line used

Participants

Corresponds to Reported as Role Note

Taf5 protein Taf5-PA bait

CG1532 protein CG1532-PA prey

Experimental entities

Corresponds to Identifier Reported Role Note

LD42828 DPIM_LD42828 reagent Bait tag fusion clone

Taf5 protein GHVYPVWDVR identified peptide N=1

Taf5 protein RQEVVADIVSK identified peptide N=1

Taf5 protein ELDKESADINVR identified peptide N=2

Taf5 protein SLMGHTGPVYR identified peptide N=1

Taf5 protein HTSTVTTITFSR identified peptide N=1

Taf5 protein FIDDDSFDAQHYEQAYK identified peptide N=1

Taf5 protein YLHFDTYEGMAR identified peptide N=2

Taf5 protein EVDFQTLTTPAPAPEEEDDDPDAP identified peptide N=1
DRPK

Taf5 protein QSAVTEANAAEELAK identified peptide N=1

Taf5 protein LWATDSNQALR identified peptide N=1

Taf5 protein DGTVLAAAGLDNNLTLWDFHK identified peptide N=1

Taf5 protein NSPFVSLHFTR identified peptide N=2

Taf5 protein TFVEDSLDIYK identified peptide N=1

CG1532 protein LSYGEQQASLEITQISEPINR identified peptide N=1

CG1532 protein VLEENEASVR identified peptide N=1

CG1532 protein AAEHSYPVTQVSGK identified peptide N=1

CG1532 protein KYWHDLLQLK identified peptide N=1

CG1532 protein AAGGAILTPLITLDTPGK identified peptide N=1

CG1532 protein NIEKDPFQPK identified peptide N=1

Subregions with role in interaction

Corresponds to Description Role Note

Comments concerning this interaction

[ sAmPLE ID:FH3s3




