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What Can GMOD Do?

GMOD is a collection of software tools for creating and managing
genome-scale biological databases. You can use it to create a small

GMOD for Natural Diversity Data

Heliconius butterflies are a favored model for studying mimicry,
because geographically overlapping populations of different species
frequently converge on similar wing color patterns. Complementing
the long history of evolutionary genetic studies in the genus, an
increasing amount of molecular marker and sequence data are being
collected.

laboratory database of genome annotations, or a large web-
accessible community database. GMOD includes a modular
database schema called Chado that supports many common needs.
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